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Detection of several ce-infected viruses in Humulus scandens

Qing Ling"?, Yang Shuiying', Sun Xianchao', Wang Jinjun', Zhou Changyong'’

(1. Chongqing Key Laboratory of Plant Disease Biology, College of Plant Protection,
Southwest University, Chongqing 400716, China;
2. Researchlnstitute of Citrus, Chinese Academy of A gricultural Sciences, Chongqing 400712, China)

Abstract Thirty four samples of H umulus scandens with viral symptoms collected from the outskirts of Chongqing
were tested for main virus types by using antigen direct coated ELISA. Seven kinds of viruses, including Tobacco
mosaic virus ( TMV), Cucumber mosaic virus (CM V), Tomato mosaic virus (ToMV), Turnip mosaic virus
(TuM V), Broad bean wilt virus 2 (BBW V-2), Potatovirus X (PVX) and Potatovirus Y (PVY), were detected in
15 samples. The infection rate of PVX was the lowest (26.47% ), while the infection rate of PVY was the highest
(44. 12%). Five other kinds of viruses w ere detected from 35.29% of the samples. Eighty percent of the 15 positive

samples were ce-infected with more than two viruses and about 75% of ce-infections were caused by mixture of the

above-mentioned seven kinds of viruses.
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Spatial distribution patterns of Melolontha hipp ocastani larvae

Ma Yanfang, Xie Zongmou, Zhang Yongqgiang, Guo Yanlin
(Linx ia Management & Quarantine Station of Forest Pests and Diseases, Gansu 731100, China)

Abstract The spatial distribution statistical analysis method was used to study the spatial patterns of the 3rd instars
of Melolontha hippocastani Fabricius. T he results indicated that it was aggregative distribution in the soils of 0—
10 ¢m in depth, with a group of individuals as a unit. It provides the basis for field investigation and control.
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