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Abstract Citrus cachexia viroid (CCaVd) was detected fran hop siwunt viroid (HSVd) mnfected citrus
collected fran Gouzhou by RT— PCR with a discrin mation priner pair The fulklength fragnent of the
CC& d isolate was anplified by a pair of specific prmer Clonng and sequencng of the fragnent re-
vealed itwas 298 bp bng with above 96% dentity canpared w ih reported sequences of CCaVd in
GenBank This is the first report on the molecu br characteristics of CCaVd in Chna
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A G 2~4: 309 DL BEBRANT PG HIRF: i
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Sy THEARId;  1: water control; 2~4: samples from

Sichuan, Chongqing and Jiangxi; 5: sample from Luodian,
Guizhou; 6: healthy sample; 7: infected sample; M: DNA Marker

E 1 CCaVd53ECCaVAX4RIRT-PCRY %R

Fig. 1 AResults of differentiate RT-PCR between Cachexia and nenscachexia variants
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500 bp — 1 ZRIBK 20 SO B RURE s 3 BORRE R 40 ARBERE A
300 bp —— M: 4> F Ehrid
1: water control; 2: sample from Luodian, Guizhou;
3: infected sample; 4: healthy sample; M: DNA Marker
2 CCaVd2KRT-PCRI LR
Fig. 2 Full-length of CCaVd amplified by RT-PCR
2.3 RT-PCR 01 ( 3) CaGZ-01
PCR Ca%902 Ca903 X-701 X-715
, 298bp (G enBank 98. ¥, C 2902
EU104682) NCBI 99. 3% ; Ca905 (CVd-lic)
CCaVd 96. 6% ; CVdIHHIN-01
( CV d-1Ib CVd-1le), 96. I 5
CCa&¥d HSVd 5 CaGZ- CCavVd CCa&vd

B3 Ca-GZ-015EMS6T BRI B2 KFTILEITER
Fig. 3 Multiple alignment of full length nucleotide sequences of Ca-GZ-01
isolate with other 6 isolates from abroad and local

2007 CCavd
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