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Analysis on CP/Hinf | RFLP groups of Citrus tristeza virus in major citrus cultivars in
Chongqing WANG Xue-feng', ZHOU Yan'?, LIU Ke-hong', TANG Ke-zhi', ZHOU Chang-yong'*
(' Citrus Research Institute, Chinese Academy of Agricultural Science, Chongging 400712, China; *College of Plant Protection
Southwest University, Chonggqing 400716, China)

Abstract: Citrus tristeza virus (CTV) has a number of distinct strains differing in biological characteristics in
citrus fields. Strategies such as eradication of severe strains-infected trees or using mild strains cross protection
require accurate identification on virus strains. In the study, restriction fragment length polymorphism ( RFLP)
was used to examine the coat protein gene of CTV, and it was found that CP/Hinf ] RFLP group 1, 3 and 6
were dominant in Chongqing. The results obtained by RFLP analysis revealed that mixture of CTV strains
often occurred in field trees.
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Fig.1 CP/Hinf | RFLP detection of CTV-infected
sweet oranges collected from Beibei,
Chongqing

M: 100 bp DNA marker; lane 1-16. CTV-infected sweet

oranges.
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Table 1 CP/Hinf | RFLP groups of 241 CTV isolates collected from sweet oranges, pummelos,
hybrid mandarins and mandarins in Chongging

Single CP/Hinf I RFLP group Mixture of CP/Hinf [ RFLP groups

Host Variety Location
1 2 3 4 5 6 7 1,3 1,6 3,6 1,3,6 Others
Beibei-447 Jiangjing - - - - - - - - 12 - - 1
CRI - -2 - 1 - - 1 - - - -
Beibei 4 - - - - 12 - 11 - - - 2
Jiulongpo 1 - - - - - = 4 5 5 - 2
Zhongxian - - 8 - - - - 4 - 2 - -
Tongshui 72-1 Tongliang - - - - - 3 - 1 2 - - -
Cara Cara Beibei - - -~ - - - - - - - - 1
Sweet Tarocco Changshou - - -~ - - - - - - 4 2
12 Jiangfing - - - - - - - 3 - 2 - _
Fukumoto Beibei B - - - - 1
Jiangjing - - 2 - - - - 2 - 4 - -
Changshou - - 2 - - - - - - - - -
Yu Jincheng Jiangjing - - - - - - - 1 - 2 1 1
Changshon - - ~- - - - - - - - 2 -
Jiangjing - - - - - 1 - - - - 3 -
Jiangjing - - 4 - - - - 1 - - - _
Road Red Beibei - - 2 - - - - - - — - _
Guan-xi-mi-you CRI 2 - - - - 5 1 - 12 - - -
Pummelo(42) Hechuan 1 - - - - 2 - - 4 - - 1
Wan-bai-you Hechuan - - - - - 4 - - 3 - - 1
Hong-xin-you Fengdu - - - - 1 - - 5 - - -
Riyomi Fuling - - 3 - -1 - 11 1 - 4 -
Zhongxian - -~ 2 - - - - 2 - 1 - -
Shiranuj CRI - - 1 1 - - - - -~ - 1
Hybrid(69) Zhongxian - -~ 3 - - - - 6 - -~ - -
Nankou CRI - - -1 - - - - - - -~ -
Amakusa CRI - - 1 - - = - - - - - -
Murcott Jiangjing - - 1% - - - - 8 - - ~ 2
Kiyomi Jiangjing - - 3 - - - = - - ~ - 1
Mandarin(6) Satsuma Beibei - -1 - - - - 1 - 2 ~ 1
Ueno Wase Unshu Beibei - -~ 1 - - - - - - - - -
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