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Table 1 The sequences of oligonucleotide primers used in the study
Name Orientation Sequence(5'to 3')* Target
CTLVL1. 4 Sense 8 GGAGCTTTACCTTCTTICTITG™ CTLV
CTLV2.5 Sense 81 CCTTTGCTGCCACTTCTAG®™ CTLV
CTLVL.5 Antisense 8% CCTAACCCTCCAGTTCCAG™ CTLV
CTLV1.6 Antisense 5 CAAAGAAGAAGGTAAAGCTCC™ CTLVI1.4

A; Numbers refer to positions in the sequence of CTLV from lily { isolate Li-23)

Y BERA: 2005-0325; f&E HHE: 2005-11-10
E&TH: EXRESBBEOR 5 7% E% 8 (2001 BA509B04 )

EREE: AEE HRR, §14EFI; E-mail ; changyong @ hotmail. com,



6 (3T

JERLE % FIA RT-PCR A5 AR A 5% PR 2 B BER 119

1.5 £MFLEE

TEE B 8T AR 5 HeE A ] Rusk 7
¥ L, LA A Rusk BE/E D FAMEXT IR, R
BRERTF 20 ~25C, LI R I ARG BE R &
2 HZREHSH
2.1 EMFLTE

B BRI AF AR A Rusk R )G, 5
b2 I EHIRE K HEM 4 D EBR T RS R
R AEAR R T BUARAR B BE . 1A 3 F
EMRER CTLY,
2.2 RT-PCR#&m&ER

¥ 3 MO BRI AR T 2500, 5
AP aRET BB, R B dsRNA i#4T RT-PCR #
W, 4R ABEHFAEQORE HI, LA RT-
PCR R L 445 %ot FH [ ) A4 5 AL Bk 6 AT G 0 B 7
7.8 AOrREEE R, £ RT-PCR J5 B Ik KA T
(F1).

1234567 8 91011121314151617181920

324

-100
Fig. 1 RT-PCR detection of CTLV extracted
from field diseased tree in one year
1. Water control; 2; January; 3, February; 4. March; 5.
April; 6: May; 7. June; 8: July; 9. September; 10.
October; 11; DNA marker with 100 bp ladders (bp: 1000,
900, 800. 700, 600, 500, 400, 300, 200, 100); 12.
November; 13: December; 14: August; 15-19: Negative
control; 20: Positive control.
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