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Advances in citrus psorosis

L Chanjuan',

Zhou Changyong"?

(1. College of Plant Protection, Southwest University, Chongqing 400716, China;

2. Citrus Research Institute, Chinese Academy of A gricultural Sciences, Chongging 400712, China)

Abstract Psorosis is an important virus disease of citrus in many parts of the world, including South America and

the Mediterranean basin. As many citrus varieties are introduced into China, the probability of citrus psorosis occur

ring in China increases. This paper reviews the pathogen, history, transmission process, identification technology

and control of citrus psorsis, offering supports to quarantine and control of citrus psorsis in China.
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Biological characteristics of Wolbachia in small brown planthopper,

Laodelp hax striatellus and the prospects for application

Zhong Chongxiang,

(Department of Plant Protection, A gricultural College, Yangzhou University, Yangzhou

Chen Jian,

Qiao Jing, Yang Yizhong

225009, China)

Abstract Small brown planthopper is the major vector of rice stripe disease. Wolbachia are the endosymbiont of

many insect pests, which have evolved various mechanisms for manipulating reproduction of their hosts to enhance

their transmission, including induction of reproductive incompatibility, parthenogenesis and genetic male feminiza-

tion. Great advances have been made in these microbes. T his paper reviews the distribution, transmission model and

infection of Wolbachia in Laodelp hax striatellus. Their potential for biological control is also discussed.
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